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Application in Drug Development

Abstract
Protein glycosylation is a site-specific enzymatic process to attach oligosaccharides 
or carbohydrates to proteins. N-linked glycosylation (N-glycosylation) is the major 
type of glycosylation for the post-translational and co-translational modification of 
proteins in eukaryotic cells. N-linked glycosylation is to link saccharide molecules 
to proteins via covalently coupling oligosaccharides or glycans to the amino 
acid residue asparagine (Asn, N) of proteins, mostly with the requirement of a 
Asn–X–Ser/Thr (N-X-S/T) consensus sequence. N-linked protein glycosylation is of 
significance and plays critical roles in biological and pathological processes, and 
also applied for modern drug development. Particularly, the strategy to engineer 
N-linked glycosylation site(s) can stabilize the recombinant fusion proteins. This 
technology has been widely applied for drug discovery, especially for the peptide 
drugs such as rabies viral glycoprotein (RVG), cardiac-targeting peptide (CTP), 
bovine adrenal medulla (BAM).
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Introduction
Glycosylation is the enzymatic process to covalently attach 
oligosaccharides or carbohydrates to macromolecules, generally 
proteins and lipids. It is different from glycation (so-called 
non-enzymatic glycosylation). Glycosylation broadly exists 
in eukaryotes, also observed in certain prokaryotes. Protein 
glycosylation is a site-specific process of co-translational and post-
translational modification via covalently coupling oligosaccharides 
or glycans to the specific amino acid residues on protein molecules 
to form the glycoproteins. Glycosylation reactions occur in the 
endoplasmic reticulum (ER) and the Golgi apparatus in eukaryotic 
cells [1]. This process can change protein folding, regulate protein 
functions and provide protein diversity [1,2]. Glycosylation leads 
to various different types of glycoproteins. These proteins can 
regulate various biological activities and molecular signaling 
pathways, and is involved in various significant biological 
processes and plays critical biological functions in physiology and 
pathology. Abnormal glycosylation has been demonstrated being 
associated with certain congenital disorders and other human 
diseases such as cancers, immune diseases, nerve diseases, 
diabetes and Alzheimer's diseases [3]. 

The classification of protein glycosylation
There are several types of glycosylation including N-linked 
glycosylation (N-glycosylation), O-linked glycosylation (O-glycosylation), 
C-mannosylation, phospho-glycosylation and glypiation (Figure 1) [3]. 

N-linked glycosylation is to covalently attach a carbohydrate to 
the nitrogen atom (the amide nitrogen) of the amino acid residue 
asparagine (Asn, N) of a protein in the post-translational process, 
and is also called asparagine-linked (Asn-linked) glycosylation 
[4]. O-linked glycosylation is to attach the oligosaccharides to 
certain unique amino acid residues, mostly serine (Ser, S) and 
threonine (Thr, T), rarely occurred on other amino acids such 
as tyrosine (Tyr, Y), hydroxylysine (Hyl, a post-translational 
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hydroxy modification of lysine(Lys)), or hydroxyproline (Hyp, 
a post-translational modification of proline (Pro)) [3,5]. As for 
C-mannosylation, glycosylated proteins are the post-translational 
modification of the amino acid residue tryptophan (Trp, W) on the 
proteins with the conservative sequence Trp-X-X-Trp ( W-X-X-W) (X 
means any amino acid residue) [6-8]. Glypiation is to add glycosyl 
phosphatidyl inositol (GPI) anchor to a protein and located the 
protein to the cellular membranes [9,10]. Phosphoglycosylation 
(or phospho-serine glycosylation) is to add a carbohydrate to the 
the amino acid residue serine of a protein with a phosphodiester 
bond [11]. 

The significance of protein glycoproteins
To many proteins, the said glycoprotein is a general and critical 
process of co-translational and post-translational protein 
modification. This process can promote protein folding, protein 
maturing, protein stability, protein solubility, protein secretion, 
protein localization, regulate protein signaling and protein 
interactions, provide the diversity of protein macromolecules, and 
mediate various physiological functions and biological activities 
[1,12]. Glycosylation can function on cell protection and cell 
stability. The glycosylated proteins can serve as specific ligands 
for exogenous receptors. Certain sugar chains can be served 
as specific receptors for various viruses (such as coronavirus 
SARS-CoV-2), bacteria and parasites [2,13]. The sugar chains of 
the glycosylated proteins can also serve as the specific ligands 

for endogenous receptors to participate in mediating cellular 
clearance and intracellular transportation. 

Glycosylation plays critical roles in regulating various biological 
functions and processes such as cell recognition, cell 
differentiation, signal transduction, and immune responses. 
The loss of N-glycosylation and the gain of N-glycosylation are 
the common process in natural evolution, and certain specific 
glycosylations are associated with physiology and pathology 
[1,14]. Abnormal glycosylation can lead to pathogenesis such as 
tumorigenesis, immune diseases and metabolic diseases [3,15]. 
Particularly, glycosylation is of significance in tumor formation 
and progression, structural and functional changes of tumor 
cells, and anti-tumor drug development. Glycosylation can 
regulate tumor cell proliferation, cell migration and cell invasion, 
can induce drug resistance in tumor cells and serve as tumor 
markers. The glycosylation strategy can also be applied for new 
drug development or drug delivery [16,17].

N-linked glycosylation 
Among different protein glycosylations, N-linked glycosylation is 
the major type of glycosylation for the post-translational and co-
translational modification of proteins in eukaryotic cells. N-linked 
protein glycosylation plays an important role in the stability 
and transport of protein spatial structure. N-linked glycans may 
strongly affect the structure of their covalently linked protein 

Figure 1 Classification and process of protein glycosylation. Protein glycosylation is classified as five 
different types, including N-linked glycosylation, O-linked glycosylation, C-mannosylation, 
phospho-glycosylation, and glycosylphosphophatidyl inositol (GPI).

https://en.wikipedia.org/wiki/Hydroxyproline
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polymers. They can affect protein structure in different ways. 
First, because of the co-translation of N-linked glycosylation, 
the addition of carbohydrates to the partially folded nascent 
polypeptide can affect or promote the protein folding process. 
Secondly, the carbohydrates can stabilize the mature of the 
glycosylated proteins [18]. N-linked glycosylation occurs at the 
unique amino acid residue asparagine (Asn, N) of the target 
proteins and is of significance in biological and physiological 
activities and has been broadly used for drug development 
[2,19,20].

The biosynthetic process of N-linked 
glycosylation
N-glycosylation is to link saccharide molecules to proteins with 
covalent bonds and form oligosaccharides or glycans via attaching 
N-acetylglucosamine (GlcNAc) to the nitrogen atom of the amino 
acid residue asparagine (Asn, N) with a β−1N linkage (Figure 2) 
[3,21]. Many proteins, particularly the secretory proteins and 
membrane proteins, are N-glycosylated in the endoplasmic 
reticulum (ER) and the Golgi apparatus via covalently adding 
oligosaccharides to the side chains of the residue Asn, mostly 
with the requirement of a Asn–X–Ser/Thr (N-X-S/T) consensus 
sequence where X represents any amino acid residue except 
proline (Pro, P) that will block the glycosylation process (Figure 2) 
[1,6,22]. N-linked glycosylation occurs in ER and Golgi, including 
biosynthesis of dolichol linked oligosaccharide precursor, linkage 
of the precursor to target protein, and processing and modification 
of the oligosaccharides after matured. The glycosylated proteins 

enter into plasma membrane to either embed on membranes or 
secret outside cells [23,24].

In ER, the process is associated with the synthesis of the precursor 
oligosaccharides, the linkeage of oligosaccharides to proteins and 
the initial trimming of the precursor oligosaccharides [23]. The 
lipid molecule dolichol phosphate attaches on ER membrane at 
the cytoplasm side and the sugar molecule bounds to dolichol 
via a pyrophosphate linkage [3,21]. The precursor lipid turns 
inside ER lumen at the lumen side where the oligosaccharide 
chains extends with more sugar molecules being added on 
and formed the precursor oligosaccharides, which mainly 
consist of three glucoses (Glc), nine mannoses (Man) and two 
N-acetylglucosamines (GlcNAc) [1,21]. And these precursor 
oligosaccharides are attached to the target proteins that are either 
secretory proteins inside lumen or membrane proteins on the 
inside membrane of ER lumen. The formation of oligosaccharide-
protein complex occurs via the oligosaccharyltransferase (OST) to 
recognize the unique consensus sequence Asn–X–Ser/Thr (N-X-
S/T). The oligosaccharides are covalently linked to the amino acid 
residue Asn (N) of the target proteins at the nitrogen atom on the 
side chain of the residue (Figure 3) [21,24]. 

In Golgi apparatus, the oligosaccharide-protein complex 
are continuously trimmed at their oligosaccharide chains, 
and further matured with the modification of glycoproteins 
at their oligosaccharide chains. The glycoproteins are then 
transferred into the Golgi apparatus for additional trimming and 
modifications [14,25]. In Golgi apparatus, there are different 

Figure 2 The structures of N-linked glycosylation proteins. Under the action of glycosidases, 
N-acetylglucosamine (GlcNAc) and mannose molecules are linked to Asn residues to form the basic 
N-sugar structures. Galactose (Gal), N-acetylneuraminic acid (Neu5AC), N-acetylgalactosamine 
(GalNAc) and other molecules participate in the process of glycosylation.

https://en.wikipedia.org/wiki/Serine
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compartments and two faces including cis face and trans face. 
The cis face nearing ER fuses with the secretory vesicles from ER 
and receives the unmodified and immature proteins and other 
contents. There are three types of N-linked glycans including high 
mannose, hybrid and complex. In cis Golgi compartment, the 
unmodified proteins and lipids are trimmed with the mannose 
N-glycans being produced via adding mannose-6-phosphates 
to oligosaccaride chains. These mannose N-glycans are further 
transported to the medial compartments and modified. They 
are eventually matured in the trans Golgi compartments after 
the process of modifications including glycosylation, post-
translational modification and phosphorylation. The hybrid and 
complex types of N-glycans are produced within the medial-Golgi 
and trans-Golgi compartments. The vesicles carrying the matured 
proteins and lipids leave the Golgi apparatus from its trans faces 
[22,26]. There are three types of vesicles including lysosomal 
vesicles, exocytotic vesicles and secretory vesicles. They released 
glycoproteins or other contents to extracellular space or fuse 
with membrane [22].

The consensus sequence of N-linked 
glycosylated sites
N-linked glycosylation occurs at its beta-amide of the amino acid 
residue N of proteins, with the consensus sequence Asn–X–Ser/
Thr (N-X-S/T) being essential. For the bacterial N-linked protein 
glycosylation, the difference is that the N-X-S/T consensus 
sequence is required but not sufficient. However, the glycosylated 
processes are homologous in bacteria and eukaryotes [26]. 
Moreover, the glycosylation rate at the N-X-T sequon is much 
higher than that at the N-X-S sequon [6,7]. X at the second site 
of the N-X-S/T sequon could be any residue of the 20 amino 
acids except proline (Pro, P) that will block the occurrence of 
N-glycosylation in the proteins [6,7,27]. And the N-X-S/T sequon 

was found to be present within a decapeptide sequence at the 
C-terminus of proteins could induce post-translational and co-
translational modification of proteins [7]. Also, certain proteins 
carrying with the N-X-S/T sequon are reportedly not glycosylated 
or poorly glycosylated [28]. Plus, the analysis showed that the 
different effects of the unique residue proline on glycosylation 
of proteins at a different site around the N-X-S/T sequon or the 
distance from N of the N-X-S/T sequon. Particularly, proline at X 
site has much higher frequency in non-glycosylated protein than 
in glycosylated proteins [27]. The amino acid residue at the Y site 
of the N-X-S/T-Y sequence is critical for glycosylation efficiency 
[28]. Proline at the Y site reduces glycosylation [27]. Reportedly, 
N-X-C sequon with the amino acid cysteine (Cys) at the third 
site instead of Ser and Thr was observed for N-glycosylation [7] 
and also with N-G-G-T, N-S-G-Psr (Psr means phosphoserine) 
observed [27].

The three amino acids N, S and T in the consensus sequence 
GNSTM are critical and conservative for N-linked glycosylation. 
And as shown in the GNSTM motif, the two amino acid residues 
G and M at the N- side and C- side of NST sequon could efficiently 
enhance N-glycosylation of proteins [29]. The difference of the 
amino acid residue in front of the glycosylated site N in the 
N-X-S/T sequon displayed the different glycosylation efficiency. 
N-glycosylation could be maximized with a G, following with 
the amino acid residues such as L, S, F, and minimized with 
the residues P and M [6]. Besides the requirement of the 
consensus sequence N-X-S/T, the N-glycosylation occurring at the 
C-terminus of proteins is strongly related to the distance of the 
unique residue Asn (N) to the C-terminus [6,27]. Glycosylation 
would be reduced when the N-X-S/T sequon is too close to the 
C-terminus. C-terminal glycosylation of the proteins could not 
occur with the presence of only three amino acids N-X-S/T, but 
the glycosylation being observed with a four amino acid N-X-T-M 

Figure 3 The structures of antibody and the associated glycosylation. Basically, an antibody is composed 
of two identical heavy chains and two identical light chains, forming a Y-like structure. There is a 
conserved N-linked glycosylation site on the CH 2 region of the dimeric Fc domain. 

https://en.wikipedia.org/wiki/Serine
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sequence at C-terminus. Moreover, the N-glycosylation efficiency 
at C-terminus is gradually increased with the extension of N-X-
S/T sequence length and maximized with a sequence length of six 
residues at C-terminus (NXTMMS) [6].

The application of N-linked glycosylation in drug 
development
The strategy of N-linked glycosylation in the druggable proteins 
has been applied in modern drug development. For instance, 
the engineered N-linked glycosylation are used to stabilize the 
recombinant proteins or peptides. Particularly, most of the short 
peptides in nature are not stable and could be easily degraded 
with their half-lives being very short. This disadvantage limited 
their clinical applications. The glycosylation NXS/T sequon is 
artificially engineered and fused in recombinant genes of interest, 
leading to the expression of the glycosylated recombinant 
proteins, antibodies, peptides or fusion proteins [16,19,29,30]. 
This can extremely enhance the stability of proteins and peptides 
of interest, and increase their drugability and potential clinical 
uses. For instance, Lamp-1 (lysosome-associated membrane 
protein) and Lamp-2 are exosomal membrane proteins. The 
N-linked glycosylation of these proteins can protect them from 
cellular proteolysis. Removal of their glycosylation sites obviously 
increased the degradation of these proteins [31]. Meanwhile, 
N-linked glycosylation sites engineered for Lamp fusion proteins 
can extend for their exosomal stability [16,29]. Irisin is a peptide 
hormone with 112 amino acid residues. The peptide Irisin 
is produced by FNDC5 cleavage and acts as a thermogenic 
adipomyokine. N-linked glycosylation can modulate its secretion 
[12]. Also, the engineered N-linked glycosylation can modify or 
change the functions of the glycosylated proteins. In Dr. Kreer’s 
laboratory, a non-glycosylated protein was artificially engineered 
with a glycosylation site (GNSTM motif). The glycosylated 
protein was expressed in yeast Komagataella phaffii and could 
be recognized by endocytic receptors like the mannose receptor 
(MR), also enhanced the uptake by dendritic cells (DCs) and 
further activated DCs [32]. These characteristics of glycosylation 
can highlight the significant applications of the engineered 
N-linked glycosylation for new drug development.

One example is exosome that has been widely applied for drug 
delivery such as small molecules and short interfering RNAs 
(siRNAs), but limited with its non-specificity. To fix the limit, 
the lysosomal associated membrane protein 2b (Lamp2b) [31], 
a specific transmembrane protein on exosome membrane 
surface, has been considered for the potential uses in the 
drug-targeting therapeutics via fusing with the short targeting 
peptides such as rabies viral glycoprotein (RVG), cardiac-
targeting peptide (CTP), bovine adrenal medulla (BAM) [16,17]. 
RVG, a neuron–specific peptide with 29 amino acid residues 
(YTIWMPENPRPGTPCDIFTNSRGKRASNG), was fused to the 
N-terminus of Lamp2b and established a new exosomal system 
embedded in its membrane with the RVG-Lamp2b fusion proteins 
and the RVG peptides appearing outer surfaces of exosomes, 
specifically recognizing and binding to the transmembrane 
acetylcholine receptor (AChR) [16]. The non-specific exosomes 
become RVG-specific ones and can serve as drug delivery system 
via RVG-AChR interactions. This new system can pass cross 

the blood-brain barrier and specifically target neurons to treat 
neuron-associated diseases. However, the short peptide RVG in 
the fusion protein is easily degraded. To minimize the degradation 
of RVG and extend its long-acting stability, the strategy of 
engineered N-linked Glycosylation was considered and applied. 
Dr. Hung and his co-workers engineered a N-linked Glycosylation 
site with the unique GNSTM motif at the N-terminus of the RVG-
Lamp2b fusion protein. They identified that the engineered 
N-linked glycosylation extremely enhanced the stability of RVG 
and other peptides nearby the glycosylation site while retaining 
their biological activities [16,29]. Another example is the cardiac-
targeting peptide (CTP) consisting of 12 amino acid residues 
(APWHLSSQYSRT). It targets the cardiomyocytes and heart 
tissue, and can be used to deliver therapeutic drugs. In his study, 
Kim fused CTP to Lamp2b, and added a glycosylation site to 
stabilize the CTP-Lamp2b fusion protein. This strategy enhanced 
the CTP-Lamp2b-specific exosomal delivery to heart cells and 
heart tissues via both In Vitro and In Vivo assays, providing a 
potential treatment for heart diseases [17]. Bovine adrenal 
medulla (BAM) is another peptide with 22 amino acid residues 
(YGGFMRRVGRPEWWMDYQKRYG), has high binding affinity to 
opioid receptors and sensory neuron-specific receptors (SNSRs), 
and may potentially be used to deliver exosomal drugs to SNSR-
specific sensory neuron for the treatments of the associated 
diseases. We fused BAM to Lamp2b with an extra GNSTM motif to 
stabilize BAM in the BAM-Lamp2b fusion protein. The preliminary 
data support that BAM is much more stable in the fusion protein 
with glycosylation site (GNSTM-BAM-Lamp2b) than that without 
glycosylation site (BAM-Lamp2b) (Data not shown). Besides, 
certain other proteins or peptides such as human serum albumin 
(HSA), leptin, irisin, are used to fuse with peptides for drug-
targeting or peptide-stabilizing. For instance, GLP was fused at 
the C-terminus of HSA and form the HSA-GLP fusion protein that 
extremely increased GLP’s stability and has been approved for 
the treatment of diabetes. The next generation drug may be the 
HSA-GLP-GNSTM with a glycosylation site being engineered at 
C-terminus of HSA-GLP and extend the half-life of GLP. Leptin is a 
peptide hormone with 167 amino acid residues and can regulate 
bodyweight, obesity and other biological activities. Leptin was 
fused at its C-terminus with the M domain of CD45 molecule 
that is a small extracellular domain with four putative N-linked 
glycosylation sites. The leptin-M fusion protein was observed 
with an increase of N-linked glycosylation and accumulated in 
endoplasmic reticulum (ER) in plants [33].

Engineered N-linked glycosylation has been widely used in 
various fields. Antibodies are also frequently glycosylated. 
Particularly, monoclonal antibody (mAb) has a conserved N-linked 
glycosylation site on the CH 2 region of the dimeric Fc domain 
(located on position 297 (Asn297)) [2]. N-linked glycosylation 
plays a critical role in structure, function and pharmacokinetics 
of antibodies. N-linked glycosylation may affect the steric 
hindrance between the two heavy chains and keep the Fc region 
in an open conformation. The removal of the glycosylation may 
result in the heavy chains to collapse [34]. Besides the primary 
site, about 20% of mAbs have a second N-linked glycosylation 
site located inside the variable region. The strategy to engineer 
the glycosylation site has been applied to modify antibodies 
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and change their pharmacokinetics. Many drugs based on 
monoclonal antibodies (mAbs) have been successfully developed 
[2]. Adalimumab is a fully human IgG1 mAb targeting to tumor 
necrosis factor (TNF)-alpha and a FDA-approved drug for the 
treatments of the arthritis and certain skin disorders. Engineered 
extra glycosylation sites in Adalimumab could enhance its 
conformational stability and its resistance to aggregation by steric 
hindrance [30]. In his study, Dr. Kriz determined the amino acid 
residues for the N-linked glycosylation sites (Asn-X -Ser/Thr) at 
the CH3-CH3 interface by employing four criteria and eventually 
engineered two N-linked glycosylation sites on the CH3 domain. 
The monomeric Fc (monoFc) retained its specific binding affinity 
with the neonatal Fc receptor (FcRn) and extended the in vivo 
half-life of an antibody Fab domain [35]. And interestingly, Dr. 
Mrksich and his colleagues used a systematic approach for site-
specific control of N-linked protein glycosylation. They screened 
and characterized 41 putative N–glycosyltransferases (NGTs), 
found that glycosylation could be site-specifically controlled at 
four unique sites once the specific sequences of short peptide 
substrates termed as GlycTags were inserted inside a single 
target protein. The sequential glycosylation strategy can solve 
the problem of site-specific glycosylation of a target protein and 

provide potential therapeutic applications [19].

Conclusion
It is always a hot topic to apply the new technologies and find 
the next-generation or the “me-better” drugs in current drug 
research and development. Glycosylation plays key roles in 
various biological activities and pathological processes. N-linked 
glycosylation is the major type of glycosylation for the post-
translational and co-translational modification of proteins in 
eukaryotic cells. To engineer N-linked glycosylation site or a 
GNSTM motif in target proteins has been widely used for protein/
peptide drug discovery or drug-targeting delivery system. This 
strategy displays its great advantages and particularly provides 
the potential opportunities in the fields of fusion protein drug 
development. 

Acknowledgement
We would greatly appreciate the supports from Shenzhen Science 
and Technology Program (Grant No.: KQTD20170810154011370), 
Xiangtan Institute of Industrial Technology Collaborative 
Innovation, and Xiangtan Science and Technology Bureau. 

References
1 Helenius A,Aebi M(2004) Roles of N-linked glycans in the endoplasmic 

reticulum. Annu Rev Biochem 73: 1019-1049.

2 HigelF,SeidlA,SörgelF,FriessW (2016) N-glycosylation heterogeneity 
and the influence on structure, function and pharmacokinetics of 
monoclonal antibodies and Fc fusion proteins. Eur J Pharm Biopharm 
100:94-100.

3 Reily C, Stewart TJ,RenfrowMB, Novak J (2019) Glycosylation in 
health and disease. Nat Rev Nephrol 15:346-366.

4 Dell A,Galadari A,Sastre F,HitchenP (2010) Similarities and differences 
in the glycosylation mechanisms in prokaryotes and eukaryotes. Int J 
Microbiol2010:148178.

5 Bourdon MA, Krusius T, Campbell S, Schwartz NB,RuoslahtiE(1987) 
Identification and synthesis of a recognition signal for the attachment 
of glycosaminoglycans to proteins. ProcNatlAcadSci U S A 84:3194-
3198.

6 Bano-Polo M, Baldin F,Tamborero S, Marti-Renom MA,MingarroI 
(2011) N-glycosylation efficiency is determined by the distance to 
the C-terminus and the amino acid preceding an Asn-Ser-Thrsequon. 
Protein Sci 20:179-186.

7 Ben-Dor S, Esterman N, Rubin E, Sharon N (2004) Biases and complex 
patterns in the residues flanking protein N-glycosylation sites. 
Glycobiology 14: 95-101.

8 Buettner FF, Ashikov A, Tiemann B, Lehle L, Bakker H (2013) C. elegans 
DPY-19 is a C-mannosyltransferase glycosylating thrombospondin 
repeats. Mol Cell 50: 295-302.

9 Puig B, Altmeppen H, Glatzel M (2014) The GPI-anchoring of PrP: 
implications in sorting and pathogenesis. Prion 8: 11-8.

10 Tsai YH, Liu X, Seeberger PH (2012) Chemical biology of 
glycosylphosphatidylinositol anchors. AngewChemInt Ed Engl 
51:11438-56.

11 Haynes PA (1998)Phosphoglycosylation: a new structural class of 
glycosylation? Glycobiology 8: 1-5.

12 NieY, Liu D (2017) N-Glycosylation is required for FDNC5 stabilization 
and irisin secretion. Biochem J 474:3167-3177.

13 Shajahan A, SupekarNT, GleinichAS, AzadiP (2020) Deducing the N- 
and O- glycosylation profile of the spike protein of novel coronavirus 
SARS-CoV-2. Glycobiology.

14 Stanley P (2011) Golgi glycosylation. Cold Spring HarbPerspectBiol 
3: a005199.

15 Tashima Y,Okajima T (2018)Congenital diseases caused by defective 
O-glycosylation of Notch receptors. Nagoya J Med Sci 80: 299-307.

16 Alvarez-ErvitiL,Seow Y, Yin H, Betts C, Lakhal S, et al. (2011) Delivery 
of siRNA to the mouse brain by systemic injection of targeted 
exosomes. Nat Biotechnol 29: 341-345.

17 Kim H, Yun N, MunD, Kang JY, Lee SH, et al. (2018) Cardiac-specific 
delivery by cardiac tissue-targeting peptide-expressing exosomes. 
BiochemBiophys Res Commun 499:803-808.

18 Hever H, Darula Z,Medzihradszky KF (1934) Characterization of Site-
Specific N-Glycosylation. Methods MolBiol 1934: 93-125.

19 Lin L, Kightlinger W,Prabhu SK, Hockenberry AJ, Li C, et al. (2020) 
Sequential Glycosylation of Proteins with Substrate-Specific 
N-Glycosyltransferases. ACS Cent Sci 6: 144-154.

20 Rudman N, Gornik O, Lauc G (2019) Altered N-glycosylation profiles 
as potential biomarkers and drug targets in diabetes. FEBS Lett 593: 
1598-1615.

21 Aebi M (2013) N-linked protein glycosylation in the ER. 
BiochimBiophysActa 1833: 2430-2437.

22 Kukuruzinska MA, Lennon K (1998) Protein N-glycosylation: 
molecular genetics and functional significance. CritRev Oral Biol Med 
9: 415-448.

23 Bieberich E (2014) Synthesis, Processing, and Function of N-glycans 



2020
Vol. 14 No. 5: 743

7

Health Science Journal
ISSN 1791-809X

© Under License of Creative Commons Attribution 3.0 License

in N-glycoproteins. AdvNeurobiol9: 47-70.

24 Cherepanova N, Shrimal S, Gilmore R (2016) N-linked glycosylation 
and homeostasis of the endoplasmic reticulum. CurrOpin Cell Biol41: 
57-65.

25 Rios-Martin JJ, Diaz-Cano SJ, Rivera-Hueto F (1993)Ultrastructural 
distribution of lectin-binding sites on gastric superficial mucus-
secreting epithelial cells. Histochemistry 99: 181-189.

26 Nita-Lazar M, Wacker M, Schegg B, Amber S, AebiM (2005) The N-X-
S/T consensus sequence is required but not sufficient for bacterial 
N-linked protein glycosylation. Glycobiology 15: 361-367.

27 Gavel Y, von Heijne G (1990) Sequence differences between 
glycosylated and non-glycosylated Asn-X-Thr/Ser acceptor sites: 
implications for protein engineering. Protein Eng 3: 433-442.

28 Mellquist JL, Kasturi L, Spitalnik SL, Shakin-Eshleman SH (1998)
The amino acid following an asn-X-Ser/Thrsequon is an important 
determinant of N-linked core glycosylation efficiency. Biochemistry 
37: 6833-6837.

29 Hung ME, Leonard JN (2015) Stabilization of exosome-targeting 
peptides via engineered glycosylation. J BiolChem 290: 8166-8172.

30 Reslan M, SifniotisV, Cruz E, Sumer-BayraktarZ, Prof SC, et al. (2020) 
Enhancing the stability of adalimumab by engineering additional 
glycosylation motifs. Int J BiolMacromol 158: 189-196.

31 Kundra R,Kornfeld S(1999) Asparagine-linked oligosaccharides 
protect Lamp-1 and Lamp-2 from intracellular proteolysis. J BiolChem 
274: 31039-31046.

32 Kreer C, KuepperJM, ZehnerM, QuastT, KolanusW, et al. (2017) 
N-glycosylation converts non-glycoproteins into mannose receptor 
ligands and reveals antigen-specific T cell responses in vivo. 
Oncotarget 8: 6857-6872.

33 Kang H, Park Y, Lee Y, YooYJ, Hwang I (2018) Fusion of a highly 
N-glycosylated polypeptide increases the expression of ER-localized 
proteins in plants. Sci Rep 8:4612.

34 Feige MJ, Nath S, Catharino SR, Weinfurtner D, Steinbacher S, et al. 
(2009) Structure of the murine unglycosylated IgG1 Fc fragment. J 
MolBiol 391: 599-608.

35 Ishino T, Wang M, Mosyak L, Tam A, Duan W, et al. (2013) Engineering 
a monomeric Fc domain modality by N-glycosylation for the half-life 
extension of biotherapeutics. J BiolChem 288: 16529-16537.


